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Abstract

The whitefly, Aleurotrachelus camelliae (Kuwana, 1911), is a newly reported pest of Camellia spp. in Taiwan. It is occurs widely
on tea tree and oiltea camellia. This paper provides the morphological and mitochondrial sequence analysis results of this species.
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Table 1. Sample population used for morphometric analysis

Species Geographic origin (County) Host plant Date Number

Aleurotrachelus Xinpu (Hsinchu) C. sinensis 24-Feb-14 6

camelliae Yuchi (Nantou) C. sinensis 30-May-14 5
Longtan (Taoyuan) C. sinensis 15-Jun-14 15
Longtan (Taoyuan) C. sinensis 1-Jul-14 14
Yangmei (Taoyuan) C. sinensis 4-Jul-14 3
Longtan (Taoyuan) C. sinensis 5-Jul-14 1
Yangmei (Taoyuan) C. sinensis 25-Jul-14 19
Luye (Taitung) C. sinensis 7-Aug-14 12
Hengshan ( Hsinchu) C. brevistyla 5-Sep-14 30
Yangmei (Taoyuan) C. sinensis 6-Oct-14 4

(Camellia sinensis) (Evans, 2007) K HZS
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1981; Zhang, 2003; He, 2011) - ¥T4F7E ]
T BT &R RNy BB fa E 5 (Myrica
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Table 2. Sample population used for molecular phylogenetic analysis

Species Name Stage Geographic Host plant Year
origin
Aleurotrachelus Camellia-Longtan L1 larvae Longtan C. sinensis 2014
camelliae Camellia-Longtan E1 egg Longtan C. sinensis 2014
Camellia-Longtan L2 larvae Longtan C. sinensis 2014
Camellia-Longtan L3 larvae Longtan C. sinensis 2014
Camellia-Longtan Al adult Longtan C. sinensis 2014
Oiltea Camellia- adult Hengshan C. brevistyla 2014
Hengshan Al
Oiltea Camellia- adult Hengshan C. brevistyla 2014
Hengshan A2
Oiltea Camellia- adult Hengshan C. brevistyla 2014
Hengshan A3
Oiltea Camellia- adult Hengshan C. brevistyla 2014
Hengshan A4
Camellia-Pusin L1 larvae Yangmei C. sinensis 2014
Camellia-Pusin L2 larvae Yangmei C. sinensis 2014
Aleurocanthus AB536794 Uji C. sinensis 2008
camelliae AB536795 Kameyama C. sinensis 2009
AB536796 Yagyuu C. sinensis 2009
AB536797 Shigaraki C. sinensis 2009
AB536798 Asamiya C. sinensis 2009
AB536799 Toyonaka C. sinensis 2009
AB536800 Daito C. japonica 2009
Aleurotrachelus AB536801 Kurinodake C. japonica 2009
camelliae
Aleurolobus JQ340188 Shanghai -
marlatti
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Fig. 1. Photomicrographs of 4"-instar Aleurotrachelus camelliae. (A) dorsal view; (B) puparial submarginal area,

dorsal; (C) vasiform orifice.
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Fig. 2. Habitus photographs. Aleurotrachelus camelliae. (A, H, 1) egg; (B) 1%instar; (C) 2™ instar; (D) 3“instar; (E, F)
4" instar; (G) nymphal exuvia.
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Fig. 3. Habitus photographs. Aleurotrachelus
camelliae. (A) adult; (B) adult forewing.
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A: Bayesian
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Fig. 4. Phylogenetic dendrogram of mtCOI sequences of whitefly isolated from Camellia spp.. The tree was
generated by Bayesian method (A) and neighbor-joining method (B). The numbers at the nodes indicated the
Bayesian posterior probability (A) and the level of bootstrap support based on a neighbor-joining bootstrap
analysis of 1000 replications (B). Bar, 0.1 changes per nucleotide. Aleurolobus marlatti used as outgroup.
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A New Record of Whitefly of Camellia spp. in Taiwan -

Aleurotrachelus camelliae (Kuwana, 1911) (Hemiptera:
Aleyrodidae)
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ABSTRACT

The whitefly, Aleurotrachelus camelliae (Kuwana, 1911), is a newly
reported pest of Camellia spp. in Taiwan. It is occurs widely on tea tree and
oiltea camellia. This paper provides the morphological and mitochondrial
sequence analysis results of this species.
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